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ABSTRACT

The aim of this study was to study antimicrobial activities of cave fungi
isolated from cave soils in 7 provinces in the southern region of Thailand. Three
week old fermentation broths of 315 isolates of cave fungi were tested for
antimicrobial activity against 7 human pathogens including Staphylococcus aureus
ATCC25923, Methicillin resistant S. aureus SK1, Pseudomonas aeruginosa ATCC27853,
Escherichia coli ATCC25922, Candida albicans ATCC90028, Cryptococus neoformans
ATCC90112 and Microsporum gypseum using the agar well-diffusion method.
Fermentation broths and cells of active cave fungi were further extracted with
chemical agents and tested for minimum inhibitory concentrations (MIC) using the
colorimetric broth microdilution method. The results show that 129 of the total of
324 crude extracts (39.8%) produced MIC < 200 pg/ml. The lowest MIC for S. aureus,
MRSA, P. aeruginosa, E. coli, C. albicans, C. neoformans and M. gypseum were 16, 16,
128, 128, 8, 8, and 32 pg/mL, respectively. Only one crude extract killed pathogen
and 3 crude extracts inhibited 5-6 pathogens. Twenty crude extracts were chemically
analysis using the 'H-NMR method. The results showed 6 groups of "H-NMR profiles
and some profiles poses interesting characteristic. Morphological studies of all 315
isolates of cave fungi revealed that these isolates belong to the division Eumycota in
sub-division Zygomycotina and Deuteromycotina. Sub-division Zygomycotina found
1 genus, Cunninghamella sp. (n=2). Subdivision Deuteromycotina includes 271
isolates of Hyphomycetes including Aspergillus sp. (n= 111), Penicillium sp. (n= 91),
Trichoderma sp. (n=37), Fusarium sp. (n= 14), Curvlaria sp. (n=13), Gliocladium sp.
(n=2) and Acremonium sp. (n=2) wag Paecilomyces sp. (n=2). Moreover, it also
includes 42 isolates of sterile hyphae. The 14 top cave fungi were identified by
morphological characteristics and molecular technique. The result showed that these
14 isolates belonged to 4 genus; Aspergillus, Penicillium, Fusarium and Trichoderma

This study indicates that cave fungi not only diverse but also are potential
sources of antimicrobial substances that might assist in the control of infectious

diseases in humans.



